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BACTERIA ASSOCIATED
WITH PCE BIOREMEDIATION
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PCE

Microarray Analysis of Soil and Groundwater Bacteria

Soil Down
Soil Up
Soil Control
Water Down Sample Source
Water Up
Water Control




HRC Applications are Flexible
and Can Be Designed to Meet a Variety of Objectives:

Excavation
Treatment

Source
Area Treatment

Plume Treatment Plume Cut-0ff
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Clostridium bifermentans DPH-1
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Clostridium bifermentans DPH-1

Clostridium bifermentans DPH-1

50

Bradford

g/cm?® mm mm cm3/g m2/g g m
2.65 0.075-2.0 0.19 - 0.34 —
3.40 2.0 4.8 4.8 — 0.1 90.0
0,
€25%] 2.53 1. 5.0-24.0 15.0 ' ' '
Fe50%] 3.23 1.70 0.279 2.4 0.4652
104 mm
20 mm
FeO% 25% 50% \ ‘
60 Imin )
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1.592 cm/min

Cp=19.29 mg protein/l) q
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Fixed-bed reactor system

PCE

Reactor column

Total volume 300 (mL)
Liquid volume 230(mL)
Ceramic beads number 2300

Pump

>

Sampling port

Sampling port

bag

TS

Effluent tank



Simulation of PCE dechlorination in bioreactor
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